We have adopted DNA microarray technology to analyze gene expression proˆles in patients with Kawasaki Disease (KD). The results demonstrated that neutrophils in acute KD patients were not only expanded in number but also activated through the expression of a variety of late-stage granulocyte-speciˆc genes such as polycythemia rubra vera 1 (PRV 1) and haptoglobin compared with febrile controls. In accordance with theseˆndings, serum granulocyte colony-stimulating factor (G CSF) levels were also higher in IVIG resistant patients than those in responsive patients. These results might indicate evidences for dysregulated immunological pathways in KD patients and provide possible tools for diagnosis and prognostics of KD. We also found that high-dose IgG speciˆcally and completely inhibited accelerated expression of KD related cytokines such as G CSF, IL 6 and IL 1b by HCAEC in response to TNF a. The suppression of these cytokine genes correlated closely with functional inhibition of a transcription factor, C/EBP d. Theseˆndings suggest that the clinical eŠects of IVIG on KD patients are at least in part due to its direct anti-in‰am-matory eŠects on the coronary endothelium, which is a major lesion site in the pathogenesis of KD. 

